
 

14 mutations found in SARS-CoV-2: One
strain may be more easily spread
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A colorized scanning electron micrograph of the SARS-CoV-2 virus. Credit:
NIAID

A team of researchers from Los Alamos National Laboratory, Sheffield
Teaching Hospitals NHS and the Duke Human Vaccine Institute and
Department of Surgery has found 14 mutations to the SARS-CoV-2

1/3



 

virus, one of which they suspect might be more easily spread. In the
interest of speedy dissemination of findings, the group has uploaded
their paper to the bioRxiv preprint server rather than waiting for peer
review at another journal.

The work involved analyzing the genomes of the virus found in 6,000
infected people from around the globe. They focused most specifically
on the virus genes that are responsible for producing the "spike protein,"
which is the mechanism the virus uses to attach to human cells. In so
doing, they found 14 mutations, but one they named D614G (also known
as G614) stood out because it was found in almost all samples outside of
China. It was also particularly notable because it appeared to replace a
prior mutation called D614. They also noted that in the original outbreak
in China, there were only D614 mutations. It was only after the virus
began appearing in Europe that the G614 mutation emerged. They
suggest that the fact that the G614 virus took over from the prior
mutation could mean it is more easily spread. Notably, after the mutation
appeared in Europe, the G614 mutation began appearing in samples
from other sites around the world, suggesting that this new strain is
behind the global pandemic.

Others in the medical science field have expressed skepticism about the
suggestions made by the team, insisting that it is far too soon to assume
that any of the various strains of the virus are any more contagious than
the original strain in China. Some have even suggested that the reason
the strain with the G614 mutation has spread so far and wide is because
it happened to infect regions that did not begin mitigation efforts in the
earliest days of the pandemic. In either case, more work is required to
ascertain whether any strains are more contagious than any other, and
also to determine if the virus mutates at a rate that could outpace vaccine
development.

  More information: Bette Korber et al. Spike mutation pipeline reveals
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the emergence of a more transmissible form of SARS-CoV-2, bioRxiv
(2020). DOI: 10.1101/2020.04.29.069054
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