Predicting treatment response more
accurately
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Sequential nature of mutations
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Choosing the right therapy for each patient
In cooperation with the Swiss HIV Cohort Study,
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Niko Beerenwinkel and his team from ETH Zurich Foerderung der wissenschaftlichen Forschung
have now developed a more accurate prediction
model based on a probabilistic method*. This
model calculates the possible evolutionary paths of
the virus and yields a new predictive measure for
the development of resistances: the so-called
individualised genetic barrier. When applied
retrospectively to 2185 patients of the HIV Cohort,
the new approach made it possible to predict
treatment success more accurately compared to
the existing models. "We are now introducing the
individualised genetic barrier in a pilot project and
hope that it will help us in the future to identify the
best therapy for each patient," says Günthard.
The Swiss HIV Cohort Study
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